
Responses

We fixed the notation and revised sections 1.1 and 1.2 of supplementary material
which now read as:



We’d like to stress that this formulation of genotype likelihoods has been previously
introduced by several studies, as cited accordingly. Here we extend it to the case of
arbitrary ploidy. We believe that the notation is now correct and is equivalent to
previous formulations. We also add a reference to a previous study (8) which
proposed an alternative (albeit with more assumptions) formulation of genotype
likelihoods in polyploid genomes.

—-----------------------------------------------------------------------------------------



We did not use this alternative definition in our method. Since it is not relevant to our
study, we removed this section from the new version. To clarify, we do not assume the
error to be constant in the calculation of genotype likelihoods as described in the
previous reply.


